yellow (catalytic residues) with white and red H 2 O oxygen atoms as spheres, respectively. The numbers in brackets refer to the residues numbers in PDB entry 1DIX. The active site of human RNase T2 shows much similarity with other enzymes in this family, and hence the same catalytic can be assumed (see Supplementary Fig. 2 ).
Supplementary Figure 2:
Assumed reaction mechanism. The assumed reaction mechanism for human RNase T2 analogous [2] is specific for RNA as opposed to DNA. The cleavage of the phosphodiester bond consists of two steps, transphosphorylation and hydrolysis. In the first step, the phosphate group of the single-stranded RNA to be cleaved is polarized by His 113, while His 118 as base catalyst removes a proton from the 2'OH group of the ribose [3] as base catalyst. The positively polarized phosphorous atom is attacked by the nucleophilic 2'-oxygen to form a five-membered ring, which is stabilized by Glu 114 and trough a salt bridge to Lys 117. For the hydrolysis step, His 65 is assumed to activate a water molecule and the hydroxyl group of the ribose, which then attacks the P-O group and forms the 3' nucleotide ring, as the product is re-protonated by His 118 [3] . 
